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1 GGCACGAGCCAGCTCCTTCCTGTTCCCCTGGCGGCCCCTCGCTTCTICCTICTGGAIGGG 60 

61 GGCCCAGGGGGCCCAGGAGAGTATAMGGCGATGTGGAGGGTGCCCGGCACAACCAGACG 12 0 

121 CCCAGTCACAGGCGAGAGCCCTGGGATGCACCGGCCAGAGGCCATGCTGCTGCTGCTCAC 180 

1 MHRPEAMLLLLT 12 

1 8 1 GCTTGCCCTCCTGGGGGGCCCCACCTGGGCAGGGAAGATGTATGGCCCTGGAGGAGGCAA 2 4 0 

13 LALLGGPTWAG KMYGPGGGK 32 

2 4 1 GTATTTCAGCACCACTGAAGACTACGACCATGAAATCACAGGGCTGCGGGTGTCTGTAGG 3 0 0 

33 YFSTTEDYDHEITGLRVSVG 52 

301 TCTTCTGCTGGTGAAAAGTGTCCAGGTGAAACTTGGAGACTCCTGGGACGTGAAACTGGG 360 

53 LLLVKSVQVKLGDSWDVKLG 72 

361 AGCCTTAGGTGGGAATACCCAGGAAGTCACCCTGCAGCCAGGCGAATACATCACAAMGT 420 

73 ALGGNTQEVTLQPGEYITKV 92 

421 CTTTGTCGCCTTCCAAGCTTTCCTCCGGGGTGTGGTCATGTACACCAGCAAGGACCGCTA 480 

93 FVAFQAFLRGVVMYTSKDRY 112 

481 TTTCTATTTTGGGAAGCTTGATGGCCAGATCTCCTCTGCCTACCCCAGCCAAGAGGGGCA 540 

113 FYFGKLDGQISSAYPSQEGQ 132 

541 GGTGCTGGTGGGCATCTATGGCCAGTATCAACTCCTTGGCATCAAGAGCATTGGCTTTGA 600 

133 VLVGIYGQYQLLGIKS IGFE 152 

6 0 1 ATGGAATIATCCACTAGAGGAGCCGACCACTGAGCCACCAGTTMTCTCACAT ACTCAGC 6 6 0 
153 WNYPL-EEPTTEPPVNLTYSA 172 

661 AAACTCACCCGTGGGTCGCTAGGGTGGGGTATGGGGCCATCCGAGCTGAGGCCATCTGGG 720 

173 N S P V G R * 179 

7 2 1 TGGTGGTGGCTGATGGTACTGGAGTAACTGAGTCGGGACGCTGAATCTGAATCCACCAAT 7 8 0 
781 AMTAAAGCTTCTGCAGAAAAAAAAAAAAAAAAAAAAAAAAAAAA 825 



